Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.100; data-to-parameter ratio = 12.9.
In the title compound, C 12 H 14 O 4 , the dihedral angle between the benzene ring and the cyclopropyl ring is 60.3 (4) . In the crystal structure, molecules are linked by intermolecular O-HÁ Á ÁO hydrogen bonds into chains running parallel to [101] .
Related literature
For bond-length and angle data for related structures, see: Bradley et al. (1992) ; Fifer & White (2005) . During the development of PDE4 (phosphodiesterase-4) inhibitors, roflumilast was synthesized as the positive control in the bioactivity screening and the title compound was prepared as an intermediate. For the synthesis of roflumilast, see: Bose et al. (2005) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). pound, methyl 3-(cyclopropylmethoxy)-4-hydroxybenzoate, was prepared as an intermediate. The crystallographic analysis of the title compound described herein further confirms the phenolic hydroxyl substituted position of the title compound.
In title compound ( Fig. 1) , bond lengths and angles are normal and in a good agreement with those reported previously (Bradley et al., 1992; Fifer & White, 2005) . Atoms O1-O4/C1-C8 are coplanar, with a maximum displacement of 0.028 (3) Å for atom O4. The dihedral angle between the benzene ring (C3-C8) and cyclopropyl ring (C10-C12) is 60.3 (4)°. In the crystal structure, molecules interact through intermolecular O-H···O hydrogen bonds (Table 1) 
A solution of 3,4-dihydroxymethyl benzoate (1.68 g, 10 mmol) and potassium carbonate (2.76 g, 20 mmol) in acetone (50 ml) was added to a solution of cyclopropylmethyl bromide (1.35 g, 10 mmol) in acetone (50 ml). The reaction mixture was stirred at 40 ° C for 18 h, and then was filtered. The filtrate was evaporated in a rotary evaporator to get the dried crude product. Pure title compound (0.43 g, 18% yield) was obtained by flash column chromatography (Bose et al., 2005) .
Crystals suitable for X-ray diffraction were obtained through slow evaporation of a solution of the pure title compound in ethyl acetate/n-hexane (1:10 v/v).
Refinement
All H atoms were found on difference maps and included in the final cycles of refinement using a riding model, with C-H = 0.95-1.00 Å, O-H = 0.84 Å, and with U iso (H) = 1.2U eq (C) for aryl and methylene H atoms and 1.5U eq (C, O) for the methyl and hydroxy H atoms. Figures   Fig. 1 . The molecular structure of the title compound, with displacement ellipsoids drawn at the 40% probability level. 
